I ■ 

TGGTGGACMCCTGAGGGGCMGTCGGGG^^ 
I?GACCGTGGGCAGCCCCCCGCAGA^^^^^^ 

Sgcagtaactttgca^^^^^^^^ 




?atcgaccactggctgtacacaggcagtct^^^ 
Sagtggtattatgaggtgatca-^^^^^^^ 

rAGGATCTGAAAATGGACTGCMGGAGTACA^^ 
TCGACAGTGGCACCACCAACCnCGTTTGCCC^^ 

TCCAGTCAAATCCATCAAGGCAG^^^^^^^ 
GGTTTCTG6CTAGGAGAGCAGCTCCT 

CCTTGGAACATTTTCCCAGTCATCTC^^^^^^ 

Itgagtcaaccctcatgaccatagcctat^^^ 



TGAAG 

FIG. lA 




CCATGCCGGCCCCTCACAGCCCCGCCGGGAGCCCGAGCCCGCTGCCCAGGCTGGC 

CGCCGCSGTGCCGATGTAGCGGGCTCCGGATCCCAGCCTCTCCCCTGCTCCCGTGC 

TCTGCGGATCTCCCCTGACCGCTCTCCACAGCCCGGACCCGGGGGCTGGCCCAGG 

GCCCTGCAGGCCCTGGCGTCCTGATGCCCCCAAGCTCCCTCTCCTGAGAAGCCACC 

AGCACCACCCAGACTTGGGGGCAGGCGCCAGGGACGGACGTGGGCCAGTGCGAGC 

CCAGAGGGCCCGAAGGCCGGGGCCCACCATGGCCCAAGCCCTGCCCTGGCTCCTG 

CTGTGGATGGGCGCGGGAGTGCTGCCTGCCCACGGCACCCAGCACGGCATCCGGC 

TGCCCCTGCGCAGCGGCCTGGGGGGCGCCCCCCTGGGGCTGCGGCTGCCCCGGG 

AGACCGACGAAGAGCCCGAGGAGCCCGGCCGGAGGGGCAGCTTTGTGGAGATGGT 

GGACAACCTGAGGGGCAAGTCGGGGCAGGGCTACTACGTGGAGATGACCGTGGGC 

AGCCCCCCGCAGACGCTCAACATCCTGGTGGATACAGGCAGCAGTAACTTTGCAGT 

GGGTGCTGCCCCCCACCCCTTCCTGCATCGCTACTACCAGAGGCAGCTGTCCAGCA 

CATACCGGGACCTCCGGAAGGGTGTGTATGTGCCCTACACCCAGGGCAAGTGGGAA 

GGGGAGCTGGGCACCGACCTGGTAAGCATCCCCCATGGCCCCAACGTCACTGTGCG 

TGCCAACATTGCTGCCATCACTGAATCAGACAAGTTCTTCATCAACGGCTCCAACTGG 

GAAGGCATCCTGGGGCTGGCCTATGCTGAGATTGCCAGGCCTGACGACTCCCTGGA 

GCCTTTCTTTGACTCTCTGGTAAAGCAGACCCACGTTCCCAACCTCTTCTCCCTGCAG 

CTTTGTGGTGCTGGCTTCCCCCTCAACCAGTCTGAAGTGCTGGCCTCTGTCGGAGG 

GAGCATGATCATTGGAGGTATCGACCACTCGCTGTACACAGGCAGTCTCTGGTATAC 

ACCCATCCGGCGGGAGTGGTATTATGAGGTGATCATTGTGCGGGTGGAGATCAATG 

GACAGGATCTGAAAATGGACTGCAAGGAGTACAACTATGACAAGAGCATTGTGGACA 

GTGGCACCACCAACCTTCGTTTGCCCAAGAAAGTGTTTGAAGCTGCAGTCAAATCCA 

TCAAGGCAGCCTCCTCCACGGAGAAGTTCCCTGATGGTTTCTGGCTAGGAGAGCAG 

CTGGTGTGCTGGCAAGCAGGCACCACCCCTTGGAACATTTTCCCAGTCATCTCACTC 

TACCTAATGGGTGAGGTTACCAACCAGTCCTTCCGCATCACCATCCTTCCGCAGCAA 

TACCTGCGGCCAGTGGAAGATGTGGCCACGTCCCAAGACGACTGTTACAAGTTTGCC 

atctcacagtcatccacgggcactgttatgggagctgttatcatggagggcttctac 

gttgtctttgatcgggcccgaaaacgaattggctttgctgtcagcgcttgccatgtg 

cacgatgagttcaggacggcagcggtggaaggcccttttgtcaccttggacatgga 

agactgtggctacaacattccacagacagatgagtcaaccctcatgaccatagccta 

tgtcatggctgccatctgcgccctcttcatgctgccactctgcctcatggtgtgtca 

gtggcgctgcctccgctgcctgcgccagcagcatgatgactttgctgatgacatct 

ccctgctgaagtgaggagggccatgggcagaagatagagattcccctggaccacac 

ctccgtggttcactttggtcacaagtaggagacacagatggcacctgtggccagag 

cacctcaggaccctccccacccaccaaatgcctctgccttgatggagaaggaaaag 

gctggcaaggtgggttccagggactgtacctgtaggaaacagaaaagagaagaaag 

aagcactctgctggcgggaatactcttggtcacctcaaatttaagtcgggaaattct 

gctgcttgaaacttcagccctgaacctttgtccaccattcctttaaattctccaaccc 

AAAGTATTCTTCTTTTCTTAGTTTCAGAAGTACTGGCATCACACGCAGGTTACCTTGG 

cgtgtgtccctgtggtaccctggcagagaagagaccaagcttgtttccctgctggc 
caaagtcagtaggagaggatgcacagtttgctatttgctttagagacagggactgta 
taaacaagcctaacattggtgcaaagattgcctcttgaatt 



FIG. IB 
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MAQALPWLLLWMGAGVLPAHGTQHGIRLPLRSGLGGAPLGLRLP 

RETDEEPEEPGRRGSFVEMVDNLRGKSGQGYYVEMTVGSPPQT 

LNILVDTGSSNFAVGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPY 

TQGKWEGELGTDLVSIPHGPNVTVRANIAAITESDKFFINGSNWE 

GILGLAYAEIARPDDSLEPFFDSLVKQTHVPNLFSLQLCGAGFPLN 

QSEVLASVGGSMIIGGIDHSLYTGSLWYTPIRREWYYEVIIVRVEIN 

GQDLKMDCKEYNYDKSIVDSGTTNLRLPKKVFEAAVKSIKAASST 

EKFPDGFWLGEQLVCWQAGTTPWNIFPVISLYLMGEVTNQSFRIT 

ILPQQYLRPVEDVATSQDDCYKFAISQSSTGTVMGAVIMEGFYVV 

FDRARKRIGFAVSACHVHDEFRTAAVEGPFVTLDMEDCGYNIPQ 

TDESTLMTIAYVMAAICALFMLPLCLMVCQWRCLRCLRQQHDDF 
ADDISLLK 



FIG. 2A 
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ETDEEPEEPGRRGSFVEMVDNLRGKSGQGYYVEMTVGSPPQT 

LNILVDTGSSNFAVGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPY 

TQGKWEGELGTDLVSIPHGPNVTVRANIAAITESDKFRNGSNWE 

GILGLAYAEIARPDDSLEPFFDSLVKQTHVPNLFSLQLCGAGFPLN 

QSEVLASVGGSMIIGGIDHSLYTGSLWYTPIRREWYYEVIIVRVEIN 

GQDLKMDCKEYNYDKSIVDSGTTNLRLPKKVFEAAVKSIKAASST 

EKFPDGFWLGEQLVCWQAGTTPWNIFPVISLYLMGEVTNQSFRIT 

ILPQQYLRPVEDVATSQDDCYKFAISQSSTGTVMGAVIMEGFYW 

FDRARKRIGFAVSACHVHDEFRTAAVEGPFVTLDMEDCGYNIPQ 

TDESTLMTIAYVMAAICALFMLPLCLMVCQWRCLRCLRQQHDDF 
ADDISLLK 

FIG. 2B 
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FIG. 3A 



MAQALPWLLLWMGAGVLPAHGTQHGIRLPLRSGLGGAPLGLRLPRETDEEPE 
EPGRRGSFVEMVDNLRGKSGQGYYVEMT 

VGSPPQTLNILVDTGSSNFAVGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPYT 
QGKWEGELGTDLVSIPHGPNVTVRANI 

/\AITESDKFFINGSNWEGILGLAYAEIARPDDSLEPFFDSLVKQTHVPNLFSLQL 
CGAGFPLNQSEVLASVGGSMIIGGI 

DHSLYTGSLWYTPIRREWYYEVIIVRVEINGQDLKMDCKEYNYDKSIVDSGTTNL 
RLPKKVFEAAVKSIKAASSTEKFPD 

GFWLGEQLVCWQAGTTPWNIFPVISLYLMGEVTNQSFRITILPQQYLRPVEDVA 
TSQDDCYKFAISQSSTGTVMGAVIME 

GFYWFDRARKRIGFAVSACHVHDEFRT/VAVEGPFVTLDMEDCGYNIPQTDED 
YKDDDDK - 



FIG. 3B 



ETDEEPEEPGRRGSFVEMVDNLRGKSGQGYYVEMT 

VGSPPQTLNILVDTGSSNFAVGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPYT 
QGKWEGELGTDLVSIPHGPNVTVRANI 

/VMTESDKFFINGSNWEGILGLAYAEIARPDDSLEPFFDSLVKQTHVPNLFSLQL 
CGAGFPLNQSEVLASVGGSMIIGGI 

DHSLYTGSLWYTPIRREWYYEVIIVRVEINGQDLKMDCKEYNYDKSIVDSGTTNL 
RLPKKVFEAAVKSIKAASSTEKFPD 

GFWLGEQLVCWQAGTTPWNIFPVISLYLMGEVTNQSFRITILPQQYLRPVEDVA 
TSQDDCYKFAISQSSTGTVMGAVIME 

GFYWFDRARKRIGFAVSACHVHDEFRT/\AVEGPFVTLDMEDCGYNIPQTDED 
YKDDDDK - 
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GEC of recombinant B-secretase 
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3431-3434 I 



3427-3430 



j 5' pnmef set 1 I 



1^ 3'pnmefset1 | 



3448-3451 



3452-3455 



5' primer sel 2 



3' primer set 2 



HNC/primer set 1 



(3428+3433) 
54 bp product 



1<^HNC & IMR32/ primer set 2 



Y 



72 bp product 
sequence: 



set2 



3460 
S RACE primer 



^Smaagagcccggccggaggggcagctttgtcga 35 

PEEPGRRGS F V ^ 



ORF 



3*RACe primer 
3459 



set 2 



FIG. 9 
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Mj5p5«Hprot 



Hunp5»lppot 
Mjsp5»lpPot 




89 



90 



MjspSeiprot bLL-LP J> Q T LH I L .vjj 



RJLi-i-i-Jj 



1 6 E I 6 7 D L V S i Ml 



149 

136 ^ ^ 

I xTC<nKVfINGSN ffEGIl'3 i 

KVjspSeiprot lA-O J I- ^ " ^ ^ 



159 



169 

"g p H V T V R A M i] 



V < T P H G p N VJLXXAJLU 



-AYAElARPDDSltKr r 



219 



229 



T A R P D D 



239 



S lEP_iJ- 



rE V L A S V G G S M 1 1 ^ « ! 



259 269 



279 



28 9 



■$ L W Y T P i R K t *' 



Hu^591prot IdhTT Y T G J ^_^^i_Rj_EJLYXlXIXXR 
rtjsp591prot 10-i_LXTJ_iJJ-Y_Ul.t 



Y Y t V X ^ r. (J n I K M D CJLU 



299 

Mjsp501ppot [Y W Y P K > -L-X 



309 

Tt TN L R L P K k'v 



7 E A A V K S i A S S » t r r 

F E A A V KSiiLAJO-LilXTL 



330 



340 



350 



HjspSOlppot [fi F 1 G F Q I V LJLJf 



i F p V I S I V L M G E V I H H ^ J ; ^ ^ 



370 



380 



390 



400 



Hunp591prot fT? Q J Y L R K J^^J_^j_sJ_d^_LXK_LA 



419 '^i' ■■ ■^'wrsppVTLUMj ''49 

MjspSOlprot iLiXJLX-t-J^— 



MjspSOlprot tO-lXXiLl2JLJ-ii 



450 

"l p Q T 0 E S I L M 



460 



V M A A_ 



490 



500 



EIIIIiSlE^^ fig. lo 
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CTGTTGGGCTCGCGGTTGAGGACAAACTCTTCGCGGTCTTTCCAGTACTCT 

TGGATCGGAAACCCGTCGGCCTCCGAACGGTACTCCGCCACCGAGGGACCT 

GAGCGAGTCCGCATCGACCGGATCGGAAAACCTCTCGACTGTTGGGGTGAG 

TACTCCCTCTCAAAAGCGGGCATGACTTCTGCGCTAAGATTGTCAGTTTCC 

AAAAACGAGGAGGATTTGATATTCACCTGGCCCGCGGTGATGCCTTTGAGG 

GTGGCCGCGTCCATCTGGTCAGAAAAGACT^TCTTTTTGTTGTCAAGCTTG 

AGGTGTGGCAGGCTTGAGATCTGGCCATACACTTGAGTGACAATGACATCC 

ACTTTGCCTTTCTCTCCACAGGTGTCCACTCCCAGGTCCAACTGCAGGTCG 
ACTCTAGACCC 



FIG. 11 A 




FIG. IIB 
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CMV prcinDter TPL 




FIG. 12 
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FIG. 13A 

TTCTCATXTTTTGACAOCTTATCATCGCAGAT^^ 
Spel 

<X XnTGACATTCATTATK;ACTACnTArrAATA GTAAT^ 
<XXXXrKX3CTCAOrGCCCAAa^CC^ 
ATTTAaOTAAACTCXXX^CTTXX;CAGTACATCAAGT^ 

CQCTrmiACTCAoaxy^ATrrccAAGT^^ 

CXXX:ATTGACa::AAA7X3GGCOGTAa}a^^ 
TACGACTCACTATAOGGA GACCCAAGCTCTGTT^^ 

Splice donor 

axrrACrCX:GCCAOCGAGGGACCTGAGCQA£^^ 

i iVi-lCTCAAGCTTCJ^OGTGTGCXAGG CTTGAGATC^^ 
Sail 

^^^^ ^^f!^^^^^^^^^^^^^^*^^^ 

1273 



1 

107 
213 
319 
425 
531 
637 
743 

849 
955 

1061 



1379 



cxcctcccagccccgcxxx?gagcccxx:gc^ 



1485 ctx;AyrccxxTaAca>c^^ 

1591 <^GCACCACCXZAGAerT0GOGGCACX;CGCCAC^ ATC GCC CAA GCC CTC 

l^Met Ala Gl n Ala Leu * 



1690 CCCaa^CTCCTCCTCTa;ATGCXX:GCGGGAGTCCTCCrT<X^ 

6» Pro Trp Leu Leu Leu Trp Met Gl y Ala Gl y Val Leu Pro Ala His Q y Thr Gin His Gl y 11 e A rg Leu Pro Leo A rg 

1768 Aa:OGCCTGCX3GGGCGCCCCCCTGGC«CTGCa5CTC GAG GAG CCC GGC 03G AGG 

32» Sef Gly Leu Qy Qy Ala Pro Leu Gl y Leu A r g Leu Pro A rg Gl u Thr Asp Gl u Gl u Pro Gl u Glu Pro Q y A r g A rg 

1846 OGCAGCTTTGTGGAGATCGTCGACAACCTGAaSGOCAAGTOSGGGCW 

58» ay Ser Phe Val Gl u Mel Vat Asp Asn Leu Arg d y Lys Ser Gly Qn Gly Tyr Tyr Val Qu Kte( Jhf Val Gly Ser 

1924 CCC COG CAG ACG CTC AAC ATC CTG GTG GAT ACA GGC POC AGT AAC TTT CCA OTG OGT GCT CCC CCC CAC CCC TTC Clt? 
e4^ Pro Pro Gin Thr Leu Asn He Leu Vat Asp Thr Oy Ser Ser Asn Phe Ala Val Qy Ala Ala Pro His Pro Phe Leu 

2002 CATa}CTACTACCAGAOGCAGCTGTCCA0CACATACCXX;GACCTCCX3^ 
110» Hs Arg Tyr Tyr Gin Arg Gin Leu Ser Ser Jhr Tyr Arg Asp Leu Arg Lys ay Val Tyr Val Pro Tyr Thr an Gly 

2080 AAGTa5GAAO0GGAGCrcaX:ACCGACCTCCrrAAa:ATCCCCCATOGCO0C AAC' ATT GCT 

136» Lys Trp Qu Gly Gu Leu Qy Thr Asp Leu Val Ser lie Pro Hs Qy Pro Asn Val Thr Val Arg Ala Asn Me Ala 

2158 GCCATCACTGAATCAGACAAGTICTTCATCAACOGCTCCAACTOGGAA OOC ATC CTC GOG CTC GCC TAT OCT GAG ATT 
162» Ala Me Thr Qu Ser Asp Lys Phe Ph e Me Asn Qy Ser Asn Trp Qu Gly Me Leu Gly Leu Ala Tyr Ala Qu Me 

2236 <3CCA03CCTGACGACTCCCrcGAGCCTTTCTTTGACTCTCTGCTAAA^ 
188» Ala Arg Pro Asp Asp Ser Leo Gl u Pro P he Phe Asp Ser Leu Val Lys Gin Thr His Vat Pro Asn Leu Phe Ser Leu 

^oJ^ ?^r^T^^^^'^^<=^AACCAGTCrGAAGT^ 
ll^r un Leu Cys Gly Ala Gly Phe Pro Leu Asn Qn Ser Gl u Val Leu Ala Ser Val Gly Gly Ser Met Me Me Gly Gly 

2392 ATC GAC CAC TCG CTC TAC ACA 03C ACT CTC TGG TAT ACA OCX: ATC COG CGG GAG TCG TAT TAT GAG GTC ATC ATT GIG 
240» I I e Asp H. s Ser Leu Tyr Thr Gl y Se r Leu Trp Tyr Thr Pfo M e A rg A rg Gl u T rp Ty r Ty r Gl u Va I M e 1 1 e Va I 

2470 CGG GTC G^£; ATC AAT OGA CAG GAT CTG AAA ATC GAC TQC AAG GAG TAC AAC TAT GAC AAG AGC ATT 
266> Afg Vat Qu Me Asn Gly an Asp Leu Lys Mel Asp C ys Lys Gl u Tyr Asn Tyr Asp Lys Ser 11 e Val Asp Ser O y 

2548 ACCACCAACCTrOGTTTCCCCAAGAAAGTCrrrGAAGCrGCAGrcAAATCCATCAAGGCAaXTO 
2g2r Thf Thr Asn Leu Arg Leu Pro Lys Lys Val Phe a u Ala Ala Val Lys Se r lie Lys Ala Ala Ser Ser Thr Gl u Lys 

r^^^'^'^'^'TCGCrAO^GAGO^CrcCTCT^ 
318f Phe Pro Asp Qy Phe Trp Leu Gly Qu Gin Leu Val Cys Trp Gin Ala d y Thr Thr Pro Trp Asn lie Phe Pro Val 
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FIG. 13B 



r-rr mr CWU CA^ 

"""< s.. t.. »■ o ir:^ — c«= T« TO 

—.^ TTT OCC AlV- '•'^ ^ , ^„ Thr V-il 1A?I Q 



Sec L.u Tyc L.u MclOy^-J^^^J__ L— TTTT^T^^IlrC^ <>X 



irZ^TT^^^^Vrr GAT CCG <XC CG*- A>A CW^ 

,660 OCT err ATC ATG ^ TTC T«^ CTTCTC ^^^^ ^ ,„AU^^CMr-MflJU^l^ ^ 

_ r>.-T- TTT GTC -NX TIV» 



2938 GTG ^» ^™ ^ ^. Vat <^ T ^' ■ 

«2» Va. H . ASP a u PheA^gJT;^AtajMaJ^a^J^ r -ZTZT^^ ocC C^^ATC CTG OCA CTC 

%4el Pro «" Asp^a^^^e^J^^^^^J^^^^ l^i Z7Z7^^r^^^^^^^<^-^ GAC A3C TCC CTG 

^ ™- ^T-j^ rRr; CAC cat oa^ w*- .._*,»fi^ i 



3016 CCA " 1 ijt>t Thf Mc A«a W . . — 

\,B* P.o «" ,^pO^^Se^JUuJ^-_^^e^ rrZr^^T^^J^^rKTGAT GAC A3C TCC CTG 



3094 tw: CIC ATC GTG TST C«. .v^ — - A.g o^^^^nj^^-^^-; 

3„S k;a«:aociW>3accctooccacocaccaaatgoc^^ ^ 

3381 

3487 ocmwu^TicrccAACCCAAAGTATrCTTcrriTCTrw^ ^ _ , _ 

3593 AGAGAa^AAGcrnnrroccTGCTOOCCAA^ 

3.99 ;;7^;^;^;^^.^^ 

— -z^^;;:;^;:;:;^^ 



*S47 cc«:AO=™rrrA.xno:TC^^ — " ZT;;:;:;;:;; 

z™;;^;;^^^:^^^^^ 
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FIG. 13C 

. ^ -z-—;^;^;^^ 

5355 TOva«::Arm500CCCTTT^ 



5S0I ^cic.tx:ck;aacaagaaagac^aa«ci««.^^ — 

— — — 

__ ^ 

5813 CCrAAACAAAAA3AACAATA=AACT0GTCrr^ ^ . 

:=;:;:;;:;^;^^^S 



6137 CATTT 
6243 



CATTi 1/^* ^ 



7091 
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FIG. 13D 

3847 ccTT/ODOrxxx^ormrr^^ 

^^^^^ T^T^CXXCTTOXCTACAJD^^ 

^^^^^ ^^^"^^^^^^^"^^^^^ 
^^^^^ '^^''^^^^^'^'^^^^^ 

^^^^ ^^^'^^'QQQ^^T^Q^^ 
. ^^^^ ''^^^^^^^^^^^'^^ 

^^^^ ^^0=^0'^^^'^^^=^^^ 
^^^^ ^^^^^^^^^^^^=^^=^0^^ 



11645 O^AAAT1XXOCATCCTCXDGAAOCATOCTCG^ 



.1X:^CCAATTACTCGCA<XCCC)GAAAACTO^ 



Cla( 

1^179 CCOOCATTTTGCCTlxyZT^^ 
^^^^ ^^^^^^'^^^^'^^^^^'^^^^ 

Pvul 

12497 TTCCAGltXTCXXiy^TAAOCATOAGTXMT^ 
12703 A'lT'AACTOGCXiyvACTACTTAClCT 

13Q27 TXftCATO^TITAAA>CTIOVTTTTTAATTXAAAAO^ 
13239 <nTTCX:XX3GATCAW:;AOCTAOCAA^^ 

13^75 tctxxxx:aacaaticattocxtocaattot^ 
^^^^ 

Nrtil 

^^^^ ^'^'^^'^^^^^^^'^^^^^^^^^^ 



14405 OOCCAATTOGAACACOCW^TOC/^^ 



.ocgaoogaooctocagogac 



^^^^^ ^^gTTTXrrAOW^ACATOTTT^CTXXX^ 



14 935 ATCTT/<xcACJ».<x:A<xxX3crrrxxx^^ 
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FIG. 13E 

15041 CrOCCAAACTCrrXyvTCGACCACACa 

15147 <XCCATITOXCT0CAACAATCrrCCTCy^^ 

15253 TCTTCTTCTXXyvXXX)CnxxrrTX^^ 

15359 COCXATTCXrrCTTGACC^CTCTATCAGA<Xr^^ 

15465 ACKrrCOCXXXrrACACAAATOCXCOCOVC^^ 

. ^ 

15571 AAACAOCXiAACGAGACAATACaX;AAGGAAO^^ 

15617 07^ocx:>dGOOC^x^oc^CTCTC^ 

15783 OCK:^W30GCT0CCAOCCAAOGTaXXX^ 
15589 TTATTATrrnXXX^mxXXTTCXXXrT^^ 



Sail 

15995 GAACAOCXXX30GTCTGTOOCrOOCAAACAa3^^ 

, 
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CTGTTGGGCrCGCGGTTGAGGACAAACT(nTCGCGGTCnTCCAGTACTCTTGGATCGGAAAC 

CCGTCGGCCTCCGAACGGTACTCCGCCACCGAGGGACCTGAGCGAGTCCGCATCGACCGGAT 

CGGAAAACCTCTCGACTGTTGGGGTGAGTACTCCCTCTCAAAAGCGGGCATGACTTCTGCGCT 

AAGATTGTCAGTTTCCAAAAACGAGGAGGATTTGATATTCACCTGGCCCGCGGTGATGCCTTT 

GAGGGTGGCCGCGTCCATCTGGTCAGAAAAGACAATCTTTTTGTTGTCAAGCTTGAGGTGTGG 

CAGGCTTGAGATCTGGCCATACACTTGAGTGACAATGACATCCACTTTGCCTTTCTCTCCACAG 

GTGTCCACTCCCAGGTCCAACTGCAGGTCGACTCTAGACCC 



FIG. 14A 



C secretase overexpression in CosA2 cells 
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FIG. 14B 
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FIG. 16A 



FIG. 16B 
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APPwt APPwt ^ppsw APPsw 
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FIG. 17A 



FIG. 17B 
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A. 



AB(x-40) production in 293T cells co-transfected 
with APP and B secretase 
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FIG. 18 
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APP C-125 



\ mbp 



p-secretase 



APP C 



anti-MBP capture 



J 192+ve 



biotinyf-SW-ig2 report 



FIG. 19A 



Wild-Type Sequence ....Vaf-Lys-Met-Asp.. 
Swedish Sequence ....VohAsn-Leu-Asp.. 



FIG. 19B 
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Detected by: 1. SW192 Western Blot 
2. 8E5-192 ELISA 



FIG. 20 
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CMV 
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